for his excellent contribution in the structure elucidation of natural products.
Sea hares are widely distributed along seashores and are omnivorous, but feed mainly on algae. Dolabella auricularia is a marine shell-less gastropod known to be a rich source of bioactive and structurally unique peptides, such as dolastatins 1-19 with strong anticancer activity. Of these, dolastatins 10-15 have proved to be most interesting. Dolastatin 10 and the synthetically modified auristatin PE (TZT-1027), as well as two dolastatin 15 derivatives have been advanced to clinical trials [1] [2] . Japanese specimens have been reported to contain macrolides, glycosylated macrolides, and other unique metabolites [3] [4] that have been shown to be promising cytotoxic agents [5] [6] . An antimicrobial peptide has been isolated from the sea hare's body wall, including skin and mucus [7] . In continuation of our drug discovery program on marine organisms, we have isolated an unusual and structurally unique RNA base analogue, namely 1,1'-trimethylenebisuracil from Dolabella auricularia (Figure 1 ). We report herein its isolation and structure elucidation by extensive 1D and 2D NMR spectroscopy, supplemented by EIMS and FTIR spectroscopy. except for a few signals in the aliphatic region. In the proton NMR spectrum there was a multiplet at δ 1.53 (J = 6.4 Hz) and a triplet at δ 3.41 (J = 6.4 Hz). In the downfield region there were two doublets at δ 5.46 (J = 7.4 Hz) and 7.38 (J = 7.5 Hz) and a broad singlet at δ 11.2. In the 1 H-1 H COSY spectrum, diagonal cross peaks were observed for proton signals at δ 1.53 and 3.41. Similarly, cross peaks were observed between two downfield protons (δ 5.46 and 7.38), indicating their adjacent nature. 2). The intensity of the signal at δ 58.3 was double that of the signal at δ 36.0. Also in the 1 H-NMR spectrum, the signal at δ 3.41 integrated for four protons, whereas that at δ 1.53 integrated for two protons. Signals of the downfield carbons were all higher than that of the resonance at δ 36.0. All this information pointed out the presence of a trimethylene linker between two uracil units in compound 1. The attachment was further confirmed by an HMBC spectrum (Figure 2) where one of the quaternary carbons (δ 164.8) gave cross peaks with olefinic protons at δ 5.46 (three bond correlation) and δ 7.38 (two bond correlation), while the upfield quaternary carbon (δ 151.8) gave cross peaks with only one proton at δ 7.38. The attachment of the trimethylene group on either N-1 or N-3 was confirmed by inspecting the 1 H-NMR spectrum. If the trimethylene group were present on N-3, there should be coupling between the proton present on N-1 and one of the olefinic protons (δ 7.38), which should lead to a different splitting pattern (double doublet). This was not observed. Finally, the structure assigned to compound 1 was 1,1'-trimethylenebisuracil. Though a few alkylated uracil derivatives [8] [9] [10] are known, to our knowledge there is no report of such a trimethylene linker between two uracil units, either from a marine or plant source. However, Browne and co-workers [11] had synthesized compound 1 as part of their study on the intramolecular base-base interactions in dinucleotide analogs.
Experimental

General:
1 H-NMR, 13 C-NMR, DEPT 90, and DEPT 135 spectra were run on a Bruker Advance DPX 200 MHz spectrometer in DMSO d 6 . TMS was used as internal standard. EI MS were recorded on a JEOL SX 102/DA-6000 machine. Silica gel 60-120 mesh was used as the stationary phase to isolate the compounds. 
Extraction and isolation:
